Key indicators: single-crystal X-ray study; T = 93 K; mean (C-C) = 0.003 Å; R factor = 0.030; wR factor = 0.070; data-to-parameter ratio = 8.8.
In the title solvate, C 30 H 39 NO 5 ÁCH 4 O {systematic name: 21-acetoxy-18,21-dihydroxy-5,6,16,18-tetramethyl-10-phenyl-6,7-epoxy-[11] cytochalasa-13,19-dien-1-one methanol solvate}, the organic molecule exhibits the tetracyclic terpenoid skeleton of cytochalasin, consisting of fused five-, six-, threeand 11-membered rings. The five-membered ring adopts an envelope conformation, while the six-membered ring is in a boat conformation. The epoxy O atom on the six-membered ring is pointing away from the five-membered ring. An interstitial methanol solvent molecule is hydrogen bonded to the cytochalasin molecules and intermolecular O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds connect the molecules into infinite chains along the (110) direction.
Related literature
For the isolation and structure elucidation of the title compound, see: Cole et al. (1982) . For related structures, see: Buchi et al. (1973) ; Beno et al. (1977) ; Capasso et al. (1988) ; Edwards & Maitland et al. (1989) ; Chen et al. (1993); Feng et al. (2002) ; Evidente et al. (2002 Evidente et al. ( , 2003 ; Rochfort et al. (2008) ; Herath et al. (2005) ; Ding et al. (2006) . For total syntheses of related compounds, see: Haidle & Myers et al. (2004) . For the biological activity of related compounds, see: Hirose et al. (1990) ; Lingham et al. (1992) ; Burres et al. (1992) ; MeurerGrimes et al. (2005) 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: RAPID-AUTO (Rigaku, 2004 ); cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97.
Epoxycytochalasin H methanol solvate L. Li, Y. Liu, T. Yang, K. Yu and Q. Zou
Comment
The fungus Phomopsis sp.108 is a plant pathogen. Cytochalasins from this fungus inhibit a variety of cellular movements, including cell division and motility, and cause changes in cell shape. In our study on the chemical constituents of the secondary metabolites from this fungus, the title compound was isolated. Its structure was elucidated by spectroscopic analysis and was confirmed by single-crystal X-ray diffraction analysis. The asymmetric unit (Fig. 1 ) of the title compound contains a cytochalasin-structure and a methanol molecule. The cytochalasin-structure has a tetracyclic terpenoid skeleton, consisting of fused five-, six-, three-and eleven-membered rings (A: C1/N2/C3-C4/C9, B: C4-C9, C: C6-C7/O1, D:
C9-C8/C13-C21). Cis junctions are present between ring A and ring B and also ring B and ring C, while there is a trans junction is between ring B and ring D. Ring A adopts an envelope conformation while ring B is in a chair conformation. The epoxy atom in ring R is pointing away from ring A. Intermolecular O-H···O and N-H···O hydrogen bonds are present in the crystal structure, and an eight-membered ring is formed by the hydrogen bonding interaction between two cytochalasin molecules and one methanol molecule (Fig. 2) .
Experimental
A solid-state fermented rice culture (4 kg) of Phomopsis sp.108 was extracted with ethyl acetate. The solvent was evaporated in vacuo to afford a residue (60.0 g). This residue was separated over a silica gel column (Silica gel: 800 g) eluted with petroleum ether/acetone (3:1, 4000 ml) to afford fractions A (18.0 g), B (6.5 g), C (4.8 g), D (5.5 g), E (7.6 g). The title compound (0.5 g) was deposited repeatedly from fraction C in the solvent system of petroleum ether/acetone (2:1) (The Rf value of the title compound in this solvent system was 0.35). It was then crystallized in methanol by slow evaporation in a shady place to afford suitable crystals for single-crystal X-ray diffraction analysis. C NMR values are in accordance with those reported by Cole (Cole et al. (1982) ).
Refinement
All hydrogen atoms were located geometrically with C-H distances of 0.95-1.00 Å. The H of O-3, O-6 and N-2 were located in difference Fourier maps and were refined with O-H distances of 0.83 (3)-0.84 (3) Å. H atoms on carbon atoms were placed geometrically with C-H distances of 0.95-1.00 Å (U iso (H) = 1.2U eq (C)). The absolute configuration could not be determined from the X-ray analysis, owing to the absence of significant anomalous scatterers, and Friedel pairs were merged. However, when the title compound was orginally isolated by Cole (Cole et al. (1982) ), its absolute configuration was confirmed by comparison with a similar compound (Cytochalasin H) of which the absolute configuration was previously reported by Beno (Beno et al. (1977) (Cole et al. (1982) ). Figures   Fig. 1 . View of the title molecule showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. 
Special details
Experimental. in accordance with those reported by Cole (Cole et al. (1982) (7) 0.0198 (7) 0.0219 (7 
